
 
 
  
 

NGS acknowledgements 2019 (total 57) 
 
 
Precocious expression of Blimp1 in B cells causes autoimmune disease with 
increased self-reactive plasma cells. 
Bönelt P, Wöhner M, Minnich M, Tagoh H, Fischer M, Jaritz M, Kavirayani A, Garimella M, 
Karlsson MC, Busslinger M. 
EMBO J. 2019 Jan 15;38(2). pii: e100010. doi: 10.15252/embj.2018100010. Epub 2018 Nov 
29. 
Abstract >> 
 
Bhlhe40 and Bhlhe41 transcription factors regulate alveolar macrophage self-renewal 
and identity. 
Rauschmeier R, Gustafsson C, Reinhardt A,4, A-Gonzalez N,6, Tortola L, Cansever D, 
Subramanian S, Taneja R, Rossner MJ, Sieweke MH, Greter M, Månsson R, Busslinger M, 
Kreslavsky T. 
EMBO J. 2019 Oct 1;38(19):e101233. doi: 10.15252/embj.2018101233. Epub 2019 Aug 15. 
Abstract >> 
 
Absolute quantification of cohesin, CTCF and their regulators in human cells. 
Holzmann J, Politi AZ, Nagasaka K, Hantsche-Grininger M, Walther N, Koch B, Fuchs J, 
Dürnberger G, Tang W, Ladurner R, Stocsits RR, Busslinger GA, Novák B, Mechtler K, 
Davidson IF, Ellenberg J, Peters JM. 
Elife. 2019 Jun 17;8. pii: e46269. doi: 10.7554/eLife.46269. 
Abstract >> 
 
Transcriptional cofactors display specificity for distinct types of core promoters. 
Haberle V, Arnold CD, Pagani M, Rath M, Schernhuber K, Stark A. 
Nature. 2019 Jun;570(7759):122-126. doi: 10.1038/s41586-019-1210-7. Epub 2019 May 15. 
Abstract >> 
 
STARR-seq and UMI-STARR-seq: Assessing Enhancer Activities for Genome-Wide-, 
High-, and Low-Complexity Candidate Libraries. 
Neumayr C, Pagani M, Stark A, Arnold CD. 
Curr Protoc Mol Biol. 2019 Sep;128(1):e105. doi: 10.1002/cpmb.105. 
Abstract >> 
 
The histone chaperone CAF-1 cooperates with the DNA methyltransferases to 
maintain Cd4 silencing in cytotoxic T cells. 
Ng C, Aichinger M, Nguyen T, Au C, Najar T, Wu L, Mesa KR, Liao W, Quivy JP, Hubert B, 
Almouzni G, Zuber J, Littman DR. 
Genes Dev. 2019 Jun 1;33(11-12):669-683. doi: 10.1101/gad.322024.118. Epub 2019 Apr 
11. 
Abstract >> 
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Structural basis for acceptor RNA substrate selectivity of the 3' terminal uridylyl 
transferase Tailor. 
Kroupova A, Ivascu A, Reimão-Pinto MM, Ameres SL, Jinek M. 
Nucleic Acids Res. 2019 Jan 25;47(2):1030-1042. doi: 10.1093/nar/gky1164. 
Abstract >> 
 
Time-Resolved Small RNA Sequencing Unravels the Molecular Principles of MicroRNA 
Homeostasis. 
Reichholf B, Herzog VA, Fasching N, Manzenreither RA, Sowemimo I, Ameres SL. 
Mol Cell. 2019 Aug 22;75(4):756-768.e7. doi: 10.1016/j.molcel.2019.06.018. Epub 2019 Jul 
23. 
Abstract >> 
 
The transcription factor odd-paired regulates temporal identity in transit-amplifying 
neural progenitors via an incoherent feed-forward loop. 
Abdusselamoglu MD, Eroglu E, Burkard TR, Knoblich JA. 
Elife. 2019 Jul 22;8. pii: e46566. doi: 10.7554/eLife.46566. 
Abstract >> 
 
Supported in vitro developed tissue culture and culturing methods 
US Patent, inventors: Jürgen KNOBLICH, Madeline A. LANCASTER 
Abstract >> 
 
Human blood vessel organoids as a model of diabetic vasculopathy. 
Wimmer RA, Leopoldi A, Aichinger M, Wick N, Hantusch B, Novatchkova M, Taubenschmid 
J, Hämmerle M, Esk C, Bagley JA, Lindenhofer D, Chen G, Boehm M, Agu CA, Yang F, Fu 
B, Zuber J, Knoblich JA, Kerjaschki D, Penninger JM. 
Nature. 2019 Jan;565(7740):505-510. doi: 10.1038/s41586-018-0858-8. Epub 2019 Jan 16. 
Abstract >> 
 
Apelin inhibition prevents resistance and metastasis associated with anti-angiogenic 
therapy. 
Uribesalgo I, Hoffmann D, Zhang Y, Kavirayani A, Lazovic J, Berta J, Novatchkova M, Pai 
TP, Wimmer RA, László V, Schramek D, Karim R, Tortola L, Deswal S, Haas L, Zuber J, 
Szűcs M, Kuba K, Dome B, Cao Y, Haubner BJ, Penninger JM. 
EMBO Mol Med. 2019 Aug;11(8):e9266. doi: 10.15252/emmm.201809266. Epub 2019 Jun 
24. 
Abstract >> 
 
CRISPR-Switch regulates sgRNA activity by Cre recombination for sequential editing 
of two loci. 
Chylinski K, Hubmann M, Hanna RE, Yanchus C, Michlits G, Uijttewaal ECH, Doench J, 
Schramek D, Elling U. 
Nat Commun. 2019 Nov 29;10(1):5454. doi: 10.1038/s41467-019-13403-y. 
Abstract >> 
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The nascent RNA binding complex SFiNX licenses piRNA-guided heterochromatin 
formation. 
Batki J, Schnabl J, Wang J, Handler D, Andreev VI, Stieger CE, Novatchkova M, 
Lampersberger L, Kauneckaite K, Xie W, Mechtler K, Patel DJ, Brennecke J. 
Nat Struct Mol Biol. 2019 Aug;26(8):720-731. doi: 10.1038/s41594-019-0270-6. Epub 2019 
Aug 5. 
Abstract >> 
 
A Heterochromatin-Specific RNA Export Pathway Facilitates piRNA Production. 
ElMaghraby MF, Andersen PR, Pühringer F, Hohmann U, Meixner K, Lendl T, Tirian L, 
Brennecke J. 
Cell. 2019 Aug 8;178(4):964-979.e20. doi: 10.1016/j.cell.2019.07.007. 
Abstract >> 
 
Aethionema arabicum: a novel model plant to study the light control of seed 
germination. 
Mérai Z, Graeber K, Wilhelmsson P, Ullrich KK, Arshad W, Grosche C, Tarkowská D, 
Turečková V, Strnad M, Rensing SA, Leubner-Metzger G, Mittelsten Scheid O. 
J Exp Bot. 2019 Jun 28;70(12):3313-3328. doi: 10.1093/jxb/erz146. 
Abstract >> 
 
The embryonic transcriptome of Arabidopsis thaliana. 
Hofmann F, Schon MA, Nodine MD. 
Plant Reprod. 2019 Mar;32(1):77-91. doi: 10.1007/s00497-018-00357-2. Epub 2019 Jan 4. 
Abstract >> 
 
Two Is Better Than One: Studying Ustilago bromivora-Brachypodium Compatibility by 
Using a Hybrid Pathogen. 
Bosch J, Czedik-Eysenberg A, Hastreiter M, Khan M, Güldener U, Djamei A. 
Mol Plant Microbe Interact. 2019 Dec;32(12):1623-1634. doi: 10.1094/MPMI-05-19-0148-R. 
Epub 2019 Oct 28. 
Abstract >> 
 
A molecular switch from STAT2-IRF9 to ISGF3 underlies interferon-induced gene 
transcription. 
Platanitis E, Demiroz D, Schneller A, Fischer K, Capelle C, Hartl M, Gossenreiter T, Müller 
M, Novatchkova M, Decker T. 
Nat Commun. 2019 Jul 2;10(1):2921. doi: 10.1038/s41467-019-10970-y. 
Abstract >> 
 
Indications for a moonlighting function of translation factor aIF5A in the 
crenarchaeum Sulfolobus solfataricus. 
Bassani F, Zink IA, Pribasnig T, Wolfinger MT, Romagnoli A, Resch A, Schleper C, Bläsi U1, 
La Teana A. 
RNA Biol. 2019 May;16(5):675-685. doi: 10.1080/15476286.2019.1582953. Epub 2019 Mar 
5. 
Abstract >> 
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The Fungal Histone Acetyl Transferase Gcn5 Controls Virulence of the Human 
Pathogen Candida albicans through Multiple Pathways. 
Shivarathri R, Tscherner M, Zwolanek F, Singh NK, Chauhan N, Kuchler K. 
Sci Rep. 2019 Jul 1;9(1):9445. doi: 10.1038/s41598-019-45817-5. 
Abstract >> 
 
Combined transcriptome and proteome profiling reveals specific molecular brain 
signatures for sex, maturation and circalunar clock phase. 
Schenk S, Bannister SC, Sedlazeck FJ, Anrather D, Minh BQ, Bileck A, Hartl M, von 
Haeseler A, Gerner C, Raible F, Tessmar-Raible K. 
Elife. 2019 Feb 15;8. pii: e41556. doi: 10.7554/eLife.41556. 
Abstract >> 
 
Transcriptional Responses to IFN-γ Require Mediator Kinase-Dependent Pause 
Release and Mechanistically Distinct CDK8 and CDK19 Functions. 
Steinparzer I, Sedlyarov V, Rubin JD, Eislmayr K, Galbraith MD, Levandowski CB, Vcelkova 
T, Sneezum L, Wascher F, Amman F, Kleinova R, Bender H, Andrysik Z, Espinosa JM, 
Superti-Furga G, Dowell RD, Taatjes DJ, Kovarik P. 
Mol Cell. 2019 Nov 7;76(3):485-499.e8. doi: 10.1016/j.molcel.2019.07.034. Epub 2019 Sep 
5. 
Abstract >> 
 
The Plastid Genome of Deschampsia cespitosa (Poaceae). 
Chiapella JO,2, Barfuss MHJ, Xue ZQ, Greimler J. 
Molecules. 2019 Jan 9;24(2). pii: E216. doi: 10.3390/molecules24020216. 
Abstract >> 
 
Symbiont-Mediated Defense against Legionella pneumophila in Amoebae. 
König L, Wentrup C, Schulz F, Wascher F, Escola S, Swanson MS, Buchrieser C, Horn M. 
mBio. 2019 May 14;10(3). pii: e00333-19. doi: 10.1128/mBio.00333-19. 
Abstract >> 
 
Molecular phylogenomics of the tribe Shoreeae (Dipterocarpaceae) using whole 
plastid genomes. 
Heckenhauer J1,2, Paun O1, Chase MW3,4, Ashton PS5, Kamariah AS6, Samuel R. 
Ann Bot. 2019 May 20;123(5):857-865. doi: 10.1093/aob/mcy220. 
Abstract >> 
 
Restriction-site associated DNA sequencing supports a sister group relationship of 
Nigritella and Gymnadenia (Orchidaceae). 
Brandrud MK, Paun O, Lorenz R, Baar J, Hedrén M. 
Mol Phylogenet Evol. 2019 Jul;136:21-28. doi: 10.1016/j.ympev.2019.03.018. Epub 2019 
Mar 23. 
Abstract >> 
 
Iterative allogamy-autogamy transitions drive actual and incipient speciation during 
the ongoing evolutionary radiation within the orchid genus Epipactis (Orchidaceae). 
Sramkó G, Paun O, Brandrud MK, Laczkó L, Molnár A, Bateman RM. 
Ann Bot. 2019 Oct 18;124(3):481-497. doi: 10.1093/aob/mcz103. 
Abstract >> 
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Organ transcriptomes of the lucinid clam Loripes orbiculatus (Poli, 1791) provide 
insights into their specialised roles in the biology of a chemosymbiotic bivalve. 
Yuen B, Polzin J, Petersen JM. 
BMC Genomics. 2019 Nov 7;20(1):820. doi: 10.1186/s12864-019-6177-0. 
Abstract >> 
 
Ammonia Oxidation by the Arctic Terrestrial Thaumarchaeote Candidatus 
Nitrosocosmicus arcticus Is Stimulated by Increasing Temperatures. 
Alves RJE, Kerou M, Zappe A, Bittner R, Abby SS, Schmidt HA, Pfeifer K, Schleper C. 
Front Microbiol. 2019 Jul 17;10:1571. doi: 10.3389/fmicb.2019.01571. eCollection 2019. 
Abstract >> 
 
Metagenomes from Coastal Marine Sediments Give Insights into the Ecological Role 
and Cellular Features of Loki- and Thorarchaeota. 
Manoharan L, Kozlowski JA, Murdoch RW, Löffler FE, Sousa FL, Schleper C. 
mBio. 2019 Sep 10;10(5). pii: e02039-19. doi: 10.1128/mBio.02039-19. 
Abstract >> 
 
A cadherin switch marks germ layer formation in the diploblastic sea anemone 
Nematostella vectensis. 
Pukhlyakova EA, Kirillova AO, Kraus YA, Zimmermann B, Technau U. 
Development. 2019 Oct 11;146(20). pii: dev174623. doi: 10.1242/dev.174623. 
Abstract >> 
 
Improving Illumina assemblies with Hi-C and long reads: An example with the North 
African dromedary. 
Elbers JP, Rogers MF, Perelman PL, Proskuryakova AA, Serdyukova NA, Johnson WE, 
Horin P, Corander J, Murphy D, Burger PA. 
Mol Ecol Resour. 2019 Jul;19(4):1015-1026. doi: 10.1111/1755-0998.13020. Epub 2019 May 
17. 
Abstract >> 
 
A 24 h Age Difference Causes Twice as Much Gene Expression Divergence as 100 
Generations of Adaptation to a Novel Environment. 
Hsu SK, Jakšić AM, Nolte V, Barghi N, Mallard F, Otte KA, Schlötterer C. 
Genes (Basel). 2019 Jan 28;10(2). pii: E89. doi: 10.3390/genes10020089. 
Abstract >> 
 
Genetic redundancy fuels polygenic adaptation in Drosophila. 
Barghi N, Tobler R, Nolte V, Jakšić AM, Mallard F, Otte KA, Dolezal M, Taus T, Kofler R, 
Schlötterer C. 
PLoS Biol. 2019 Feb 4;17(2):e3000128. doi: 10.1371/journal.pbio.3000128. eCollection 2019 
Feb. 
Abstract >> 
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Sex-Biased Gene Expression and Dosage Compensation on the Artemia franciscana 
Z-Chromosome. 
Huylmans AK, Toups MA, Macon A, Gammerdinger WJ, Vicoso B. 
Genome Biol Evol. 2019 Apr 1;11(4):1033-1044. doi: 10.1093/gbe/evz053. 
Abstract >> 
 
Transcriptomic response in symptomless roots of clubroot infected kohlrabi (Brassica 
oleracea var. gongylodes) mirrors resistant plants. 
Ciaghi S, Schwelm A, Neuhauser S. 
BMC Plant Biol. 2019 Jul 1;19(1):288. doi: 10.1186/s12870-019-1902-z. 
Abstract >> 
 
Integrating phylogenomics, phylogenetics, morphometrics, relative genome size and 
ecological niche modelling disentangles the diversification of Eurasian Euphorbia 
seguieriana s. l. (Euphorbiaceae). 
Frajman B, Záveská E, Gamisch A, Moser T4 STEPPE Consortium, Schönswetter P. 
Mol Phylogenet Evol. 2019 May;134:238-252. doi: 10.1016/j.ympev.2018.10.046. Epub 2018 
Nov 8. 
Abstract >> 
 
Multiple auto- and allopolyploidisations marked the Pleistocene history of the 
widespread Eurasian steppe plant Astragalus onobrychis (Fabaceae). 
Záveská E, Maylandt C, Paun O2, Bertel C, Frajman B, The Steppe Consortium, 
Schönswetter P. 
Mol Phylogenet Evol. 2019 Oct;139:106572. doi: 10.1016/j.ympev.2019.106572. Epub 2019 
Jul 24. 
Abstract >> 
 
CEBPA-mutated leukemia is sensitive to genetic and pharmacological targeting of the 
MLL1 complex. 
Schmidt L, Heyes E, Scheiblecker L, Eder T, Volpe G, Frampton J, Nerlov C, Valent P, 
Grembecka J, Grebien F. 
Leukemia. 2019 Jul;33(7):1608-1619. doi: 10.1038/s41375-019-0382-3. Epub 2019 Jan 24. 
Abstract >> 
 
Dynamic Interactions Between the Genome and an Endogenous Retrovirus: Tirant in 
Drosophila simulans Wild-Type Strains. 
Fablet M, Jacquet A, Rebollo R, Haudry A2 Rey C, Salces-Ortiz J, Bajad P, Burlet N, Jantsch 
MF, Guerreiro MPG, Vieira C. 
G3 (Bethesda). 2019 Mar 7;9(3):855-865. doi: 10.1534/g3.118.200789. 
Abstract >> 
 
A high resolution A-to-I editing map in the mouse identifies editing events controlled 
by pre-mRNA splicing. 
Licht K, Kapoor U, Amman F, Picardi E, Martin D, Bajad P, Jantsch MF. 
Genome Res. 2019 Sep;29(9):1453-1463. doi: 10.1101/gr.242636.118. Epub 2019 Aug 19. 
Abstract >> 
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Inosine induces context-dependent recoding and translational stalling. 
Licht K, Hartl M, Amman F, Anrather D, Janisiw MP, Jantsch MF. 
Nucleic Acids Res. 2019 Jan 10;47(1):3-14. doi: 10.1093/nar/gky1163. 
Abstract >> 
 
Elucidating Drought Stress Tolerance in European Oaks Through Cross-Species 
Transcriptomics. 
Madritsch S, Wischnitzki E, Kotrade P, Ashoub A Burg A1, Fluch S, Brüggemann W, Sehr 
EM. 
G3 (Bethesda). 2019 Oct 7;9(10):3181-3199. doi: 10.1534/g3.119.400456. 
Abstract >> 
 
Testing of library preparation methods for transcriptome sequencing of real life 
glioblastoma and brain tissue specimens: A comparative study with special focus on 
long non-coding RNAs. 
Vecera M, Sana J, Oppelt J, Tichy B, Alena K, Lipina R, Smrcka M, Jancalek R, Hermanova 
M, Kren L, Slaby O. 
PLoS One. 2019 Feb 11;14(2):e0211978. doi: 10.1371/journal.pone.0211978. eCollection 
2019. 
Abstract >> 
 
Modulation of ADAR mRNA expression in patients with congenital heart defects. 
Altaf F, Vesely C, Sheikh AM, Munir R, Shah STA, Tariq A. 
PLoS One. 2019 Apr 30;14(4):e0200968. doi: 10.1371/journal.pone.0200968. eCollection 
2019. 
Abstract >> 
 
CD371 cell surface expression: a unique feature of DUX4-rearranged acute 
lymphoblastic leukemia. 
Schinnerl D, Mejstrikova E, Schumich A, Zaliova M, Fortschegger K, Nebral K, Attarbaschi A, 
Fiser K, Kauer MO, Popitsch N, Haslinger S, Inthal A, Buldini B, Basso G, Bourquin JP, 
Gaipa G, Brüggemann M, Feuerstein T, Maurer-Granofszky M, Panzer-Grümayer R, Trka J, 
Mann G, Haas OA, Hrusak O, Dworzak MN, Strehl S. 
Haematologica. 2019 Aug;104(8):e352-e355. doi: 10.3324/haematol.2018.214353. Epub 
2019 Jan 31. 
Abstract >> 
 
iRAPs curb antisense transcription in E. coli. 
Magán A, Amman F, El-Isa F, Hartl N, Shamovsky I, Nudler E, Schroeder R, Sedlyarova N. 
Nucleic Acids Res. 2019 Nov 18;47(20):10894-10905. doi: 10.1093/nar/gkz791. 
Abstract >> 
 
Transcriptomics of the grape berry shrivel ripening disorder. 
Savoi S, Herrera JC, Forneck A, Griesser M. 
Plant Mol Biol. 2019 Jun;100(3):285-301. doi: 10.1007/s11103-019-00859-1. Epub 2019 Apr 
2. 
Abstract >> 
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Microbiota of the Gut-Lymph Node Axis: Depletion of Mucosa-Associated Segmented 
Filamentous Bacteria and Enrichment of Methanobrevibacter by Colistin Sulfate and 
Linco-Spectin in Pigs. 
Zwirzitz B, Pinior B, Metzler-Zebeli B, Handler M, Gense K, Knecht C, Ladinig A, Dzieciol M, 
Wetzels SU, Wagner M, Schmitz-Esser S6 Mann E. 
Front Microbiol. 2019 Apr 11;10:599. doi: 10.3389/fmicb.2019.00599. eCollection 2019. 
Abstract >> 
 
CDK12 controls G1/S progression by regulating RNAPII processivity at core DNA 
replication genes. 
Chirackal Manavalan AP, Pilarova K, Kluge M, Bartholomeeusen K, Rajecky M, Oppelt J, 
Khirsariya P, Paruch K, Krejci L, Friedel CC, Blazek D. 
EMBO Rep. 2019 Sep;20(9):e47592. doi: 10.15252/embr.201847592. Epub 2019 Jul 25. 
Abstract >> 
 
Molecular mechanisms underlying nuchal hump formation in dolphin cichlid, 
Cyrtocara moorii. 
Lecaudey LA, Sturmbauer C, Singh P, Ahi EP. 
Sci Rep. 2019 Dec 30;9(1):20296. doi: 10.1038/s41598-019-56771-7. 
Abstract >> 
 
Gene expression profiling suggests differences in molecular mechanisms of fin 
elongation between cichlid species. 
Ahi EP, Richter F, Lecaudey LA, Sefc KM. 
Sci Rep. 2019 Jun 21;9(1):9052. doi: 10.1038/s41598-019-45599-w. 
Abstract >> 
 
Extensive nuclear reprogramming and endoreduplication in mature leaf during floral 
induction. 
Del Prete S, Molitor A, Charif D, Bessoltane N, Soubigou-Taconnat L, Guichard C, Brunaud 
V, Granier F, Fransz P, Gaudin V. 
BMC Plant Biol. 2019 Apr 11;19(1):135. doi: 10.1186/s12870-019-1738-6. 
Abstract >> 
 

Selective Killing of RAS-Malignant Tissues by Exploiting Oncogene-Induced DNA 
Damage. 
Murcia L, Clemente-Ruiz M, Pierre-Elies P, Royou A, Milán M. 
Cell Rep. 2019 Jul 2;28(1):119-131.e4. doi: 10.1016/j.celrep.2019.06.004. 
Abstract >> 
 
Lineage tracing of acute myeloid leukemia reveals the impact of hypomethylating 
agents on chemoresistance selection. 
Caiado F, Maia-Silva D, Jardim C, Schmolka N, Carvalho T, Reforço C, Faria R, Kolundzija 
B, Simões AE, Baubec T, Vakoc CR, da Silva MG, Manz MG, Schumacher TN, Norell H, 
Silva-Santos B. 
Nat Commun. 2019 Nov 1;10(1):4986. doi: 10.1038/s41467-019-12983-z. 
Abstract >> 
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Comparative Integrated Omics Analysis of the Hfq Regulon in Bordetella pertussis. 
Dienstbier A, Amman F, Štipl D, Petráčková D, Večerek B. 
Int J Mol Sci. 2019 Jun 24;20(12). pii: E3073. doi: 10.3390/ijms20123073. 
Abstract >> 
 
 
 
 

https://www.ncbi.nlm.nih.gov/pubmed/31238496

